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[ Abstract] Objective To analyze differentially expressed miRNA in peripheral blood of patients with idiopathic
epilepsy. Methods Twelve patients with idiopathic epilepsy who were treated in Department of Neurology, People’s Hospital of
Xinjiang Uyghur Autonomous Region from January 2019 to January 2020 were selected as the case group. Twelve healthy subjects
who underwent physical examination in the Outpatient Department of People’s Hospital of Xinjiang Uyghur Autonomous Region
during the same period were selected as the control group. The peripheral blood of the subjects was collected, and the high—
throughput sequencing was performed using Illumina HiSeq 2000 sequencer. The differentially expressed miRNA was screened
by edgeR software, and the expression levels of the differentially expressed miRNA were detected by qPCR. Results A total of
24 samples were sequenced. The statistical analysis results of raw reads of each sample showed that the bases with sequencing
quality value > 20 in the original sequence accounted for 92.56%—-97.32% of the total bases. The percentage of bases with the
sequencing mass value > 30 to the total bases in the original sequence was 88.01%-93.50%, and the percentage of the sum of the
numbers of bases G and C to the total number of bases was 45.29%-52.09%. The statistical analysis results of clean reads of each
sample showed that the bases with sequencing quality value > 20 in the original sequence accounted for 95.87%-98.85% of the

total bases, the percentage of bases with the sequencing mass value > 30 to the total bases in the original sequence was 95.30%-
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96.85%, and the percentage of the sum of the numbers of bases G and C to the total number of bases was 40.38%-47.58%. A

total of 146 differentially expressed miRNAs were detected. Compared with the control group, 98 miRNAs in the study group

were up-regulated and 48 miRNAs were down-regulated. Among them, the five differentially expressed miRNAs with the largest
difference multiples were hsa—let—7b—3p, hsa—let-7f-1-3p, hsa—miR-92a-1-5p, hsa-miR-219a-2-3p and hsa-miR-6810-

3p, respectively. The results of amplification curve analysis showed that all samples had undergone a good amplification process.

The results of melting curve analysis showed that most curves were unimodal. The expression levels of hsa—let—=7b-3p and hsa—

miR-92a-1-5p in the case group were lower than those in the control group, while the expression level of hsa-miR-6810-3p

was higher than that in the control group (P < 0.05) . Conclusion Compared with healthy individuals, patients with idiopathic

epilepsy have a total of 98 up-regulated miRNAs and 48 down—regulated miRNAs in their peripheral blood. Among them, the five

differentially expressed miRNAs with the largest difference multiples are hsa—let—-7h-3p, hsa-let-7f-1-3p, hsa-miR-92a-1-5p,

hsa—miR-219a-2-3p, and hsa—miR-6810-3p, respectively. Moreover, only hsa-let—7b-3p, hsa—miR—92a—1-5p and hsa—miR-

6810-3p might be involved in the occurrence and development of idiopathic epilepsy.
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Table 1 Comparison of general data between the two groups
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Table 1 Primer sequences

HEH ESIFE (5-37) s yal (5-37)
U6 GTCGTATCCAGTGCAGGGTCCGAGGT GCACTGGATACGACAAAATATGGAAC
hsa—miR-6810-3p TCCCCTGCTCCCTTGTTCC GGTCCTTTACGGTACCCAAT
hsa—miR-219a-2-3p GTCCAGAATTGTGGCTGGAC GCAGGGTCCGAGGTATTC
hsa-miR-92a-1-5p CGCAGAGGTTGGGATCGGTTG CAGGTCCAGTTTTTTTTTTTTITITAGCATTG
hsa-let-7{-1-3p GCGCGCTATACAATCTATTGC AGTGCAGGGTCCGAGGTATT

hsa—let-7h-3p

GTCGTATCCAGTGCAGGGTCCGAGGTA

GCGCCTATACAACCTACTGC
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Table 2 Statistical analysis of raw reads and clean reads of the two groups
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Table 3 Five differentially expressed miRNA with the largest multiples of

Table 4 Comparison of expression levels of differentially expressed

difference miRNA between the two groups
miRNA FC (B/A) log,FC (B/A) Pl FEIEP(H qim i hsa-let— hsa-let- hsa-miR-  hsa-miR-  hsa-miR-
- 7h-3p 7=1-3p  92a-1-5p  219a-2-3p  6810-3p
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Figure 1 Amplification curve of differentially expressed miRNA
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Figure 2 Fusion curve of differentially expressed miRNA
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