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[ Abstract] Objective To explore the relationship between serum soluble triggering receptor expressed on myeloid
cell-1 (sTREM-1) , interleukin (IL) — 17 levels and intestinal flora in patients with severe pneumonia. Methods A total of 100
patients with severe pneumonia admitted to Shijiazhuang People’s Hospital from October 2021 to July 2022 were selected as the
observation group, and 100 patients with common pneumonia admitted to Shijiazhuang People’s Hospital during the same period
were selected as the control group. The levels of serum sSTREM-1 and I1.-17 and the number of intestinal flora (Escherichia coli,
Enterococcus, Bacteroides, Bifidobacterium and Lactobacillus) were compared between the two groups. Spearman rank correlation
analysis and multiple linear regression analysis were used to explore the correlation between the levels of serum sTREM-1 and
IL-17 and the number of intestinal flora in the observation group. Results The levels of serum sTREM-1 and 1L.-17 in the
observation group were higher than those in the control group (P < 0.05) . The number of Escherichia coli and Enterococcus in the
observation group was more than that in the control group, and the number of Bacteroides, Bifidobacterium and Lactobacillus was
less than that in the control group (P < 0.05) . Spearman rank correlation analysis showed that, in the observation group, the levels
of serum sTREM-1 and IL.-17 were positively correlated with the number of Escherichia coli and Enterococcus, and negatively
correlated with the number of Bacteroides, Bifidobacterium and Lactobacillus (P < 0.05) . The results of multiple linear regression

analysis showed that, in the observation group, the levels of serum sSTREM-1 and IL-17 were independently positively correlated
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with the number of Escherichia coli and Enterococcus, and independently negatively correlated with the number of Bacteroidetes,

Bifidobacteria and Lactobacillus (P < 0.05) . Conclusion The levels of serum sTREM-1 and I1.-17 increased with the increase

of Escherichia coli and Enterococcus and the decrease of Bacteroidetes, Bifidobacteria and Lactobacillus in patients with severe

pneumonia.
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Table 1 Comparison of general data between the two groups

15 ik el IE 7%&??‘5%&1 ) SHERE (n (%) ] TG TR s L R
(Brir) M (P, Py) 5] (Xts, k') gt ghiohts kEppr (%)) (%)) (%)) (n(%))

X IREH 100 57143 545 (49.2, 60.0) 2318  42(420) 33(330) 25(250) 53(530) 18(180) 14(140) 8(80)
WgEdl 100 5248 53.0 (48.0, 60.0) 2119 46(460) 31(310) 23(23.0) 58(580) 20(200) 12(120)  9(9.0)
g R 0.504* 0.691" 0.767° 0.328' 0.506' 0.130" 0177 0.064'

Pl 0478 0.490 0.444 0.849 0477 0.718 0.674 0.800
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DNA polymerase 0.4 p1, DNAEIRS.0 pnl, #h7EZ€MHK
%20.0 plo PCRYMEHMF: 98 °C 3 min; 98 C 10 s,
54 °C 30s, 72 C 45 s, H354MEFF; 72 °C 10 min, fiff
FHRE 5% DB 7 B A FRA Bl A Quant StudioS V52EGE
HPCRIHTE R

R®2 PCREIWIFHI
Table 2 PCR primer sequence

s 175
Kigsgasw EiiFs4: 5-CATGCCGCGGGTGTATGAAGAA-3
THEIY: 5-CCGGGTAACGTCAATGAGCAAA-3"
LS. 5~CCCTTATTGTTAGTTGCCATCATT-3"
FE514: 5~ACTCGTTGTACTTCCCATTGT-3
#5148 5-ATAGCCTTTGGAAAGRAAGAT-3
T4 5~CCAGTATCAACTGCAATTTTA-3"
BUEATE  LiF514: 5~CTCCTGGAAACGGGTGG-3
FE514: 5~GGTGTTCTTCCCGATATCTAC-3"
FURRFE L5149 5~AGCAGTAGGGAATCTTCCA-3
U514 5~-CACCGCTACACATGGAG-3"
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R3 PLLMIESTREM-1, IL-17KFHHE (Xxs)
Table 3 Comparison of serum sTREM-1 and IL-17 levels between the

two groups

215 % STREM-1 ( pg/L) IL-17 (ng/L)
papilstdil 100 52.9+8.0 71.4+182
pUEZ<E| 100 75.3+10.8 95.3+21.1

ol 16.589 8.558

Pl <0.001 <0.001

T sTREM-1=riFMEREREA il 2 32 1K1, TL=F1/ &

PJCCPVD November 2022, Vol.30 No.ll http://www.syxnf.net

2.2 WGEEFRE LR WEHARMEGE. W
BRI B Z TXHIRAL, SUFFR . SUBEAF R . FLERAT I
Bom/b XA, ZRAa%5FEE L (P<0.05) , U
#4,

2.3 WEEAIMTESTREM =1 1L-17/K-55 1738 A A0
PR SpearmanBRAHIC AT AE A o, WAL ML IE
sTREM-1. IL-17KF5KHRAmE . HEKEEGE 2 IE
G, SHUFFRE . SUEAF B . FLERAT B AR S A ¢
(P<0.05) , W3s.

SR EL L M sTREM=1 . IL-17/KFAE B 2%
i, UKWGRAR . ek . PR . SUSEFFRE . FLIR
FRRECRAE N AR &, 720tk mAa 0T, 4550
N, WEEIMTESTREM -1, TL-17/K5F5 KI7IR74 i .

FFRECE 2007 A G (P<0.05) , LER6~T7,
3 iTig

REAERFIT R, ML B R R AE 1 T L 3k BT
4 By GERE I N AR Ty RE 25 R 5 | JE I 4R 119 = i
B STREM- 12—l a] 3 £ Bl 2 4 i 00 4 i 8 -,
BT REREABEEN G, vFRETrhrRigiH, %
A E 2 iagim, S5 RMERN Mtk #, nf
VRIS W 98 i P 5 s 1) T EEAR S A, A U AL A4 R
SETEOL S L 201748, PNERSE VBT, TEAEAT S AR
HIMTEsTREM - 1KV fe ey, il 5 kz, B
THsTREM= 1K -5 il % ™ AR B VIAH O, KB i
sTREM-1/KE S EAEM R 9 &AL . KEZVIMSE. 1
IL-17/2 IR E L AIB0RFPILZ —, J& TEHRH T,
FEMCD,” TRELAIM ™A . Wb, ATRI R A
N R AN A FE AR TL-6 | TL-855 R4 it X 1 FI AT S 4 I
TR, XS F T SR | TR fb P Pk 40
MRS IE A Ry O L kgl L R
, EEM AR B FIL- 1P R, IL-1725 TH
SIE TS 98 A S e BT B, AR FOREA 4 1 K A 5 R
AR R T AR . ARSI W, WAL I 7
STREM-1. IL-17/K¥ FXFIRA , $EmmaEiliR i
MESTREM-1, IL-17/4FTH g, 5 FRprgess
FAR—F, MIESTREM-1. IL-17% 40 7 r 5 & iy
EAE SIS Ml 4 B JEATT BRILER , BT 48 4 i A i S
N7 53 | A 1) 4 B S RE S 7 T RE I EORE Al 498 & 2 1) 4R AL
il I AR T ERE A A 1 A LI AR s e, iR
T BURRE . HT,

RN TIUE Y E 2 RN il , BHRTC M
ML 1 O00FMAN B . o 75 N L B S5 e I e b, AR B4R
TFF, WS TP RErRys, HEsE
R EYIRBUE IR, S 5ReE RN  RAET
i LT SRETE . SUSEAT B A SLIRR AT R Tl



SOl 14595 4 5 20224 11 H 5530445113

BERMAE: http://www.syxnf.net < 45 -

R4 PIdHE SR S (CFU/gREfE )

Table 4 Comparison of the number of intestinal flora between the two groups

A s KeesE (M (P, Ps) ) JGEKE (M (Py, Pys) ) BIFE (xxs) SUSFFE (M (Py, Pys) )

FLRRAFIA (xxs)

XTHEZH 100 44 (3.7, 4.8) 9.9 (9.2, 10.6) 83+1.8 52 (4.6, 5.8) 8.9+0.8
ML 100 53 (4.4, 68) 132 (103, 14.5) 7.0+1.5 3.7 (28, 5.6) 82+1.2
Z (1) 14 5.529 8.309 5.499" 7.466 5.328"

Pl <0.001 <0.001 <0.001 <0.001 <0.001

T FoRE

RS OMLEALMIESTREM -1, IL-177K 5 3 B B0 (0 A0 S
(rff)
Table 5 Correlation between the levels of serum sTREM-1 and IL-17 and

the number of intestinal flora in the observation group
Ak ORI WERE T XU FLIRFTTA
sTREM-1 0.286 0.434 -0.294 -0.419 -0.270
1L-17 0.234 0.267 -0.158 -0.315 -0.176
H: PIHY<0.05

R6 WYL s TREM- 1K 15 738 RO A DGV 9 2 02k Pk (]
A5
Table 6 Multiple linear regression analysis of the correlation between

serum sSTREM~-1 level and the number of intestinal flora in the observation

group

iy B1E 95%ClI Bt il Pl
WROB 75920 (52590, 99.249) - 6.418  <0.001
KBAEE 1728 (0393, 3.064)  0.165  2.553 0.011
JaEkE 1219 (0.283, 2.156)  0.191  2.569 0.011
PAFE -1.628 (-2.705, 0.550) -0.197 2979 0.003

WO HTFE  —2.808 (-4.410, 1.206)
AWATHE -1.792 (-3.474, 0.110)

-0.239  3.457 0.001
-0.131  2.101 0.037

T —FoR B

RT OGN IL-177K -5 1 10 T R 25 AR DG ) 22 ST e [l
i
Table 7 Multiple linear regression analysis of correlation between serum

IL~17 level and intestinal flora in the observation group
A B i 95%CI B i  PE
WHI 67438 (55932, 78.943) - 11.558 <0.001
Kipeamn 3224 (0979, 5469)  0.197 2.832 <0.001
7EENE] 2908 (1572, 4245) 0292 4292 <0.001

BIFFIE -1.913  (-3.699, 0.127) -0.148 2.112  0.036
MEATE  -5.777  (-8.125, 3.339) -0315 4.673 <0.001
FLEAFE -3.535  (-6.501, 0.507) -0.165 2.351  0.020
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