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[ Abstract] Background Coronary heart disease (CHD) is a common cardiovascular disease. Its pathogenesis
is a complex chronic inflammatory process by polygene regulation and multicellular involvement. Long non—-coding RNA
(IncRNA) and microRNA (miRNA) are abnormally expressed in patients with CHD and play an important role in its
occurrence and development. Objective To investigate the serum expression level and clinical significance of IncRNA
H19 and miR-22 in patients with CHD. Methods A total of 113 CHD patients admitted to Shaanxi Provincial People’s
Hospital from June 2019 to June 2021 were selected as the experimental group, and 88 healthy volunteers who underwent physical
examination in the same hospital during the same period were selected as the control group. The expression level of IncRNA
H19 and miR-22 in serum of the two groups were detected by RT-PCR. The levels of inflammatory factors [interleukin 6 (IL-

6) , tumor necrosis factor o (TNF—a) , hypersensitive C—reactive protein (hs—CRP) |, endothelial function indexes [vascular
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endothelial growth factor (VEGF) and endothelin—-1 (ET-1) | were determined by ELISA. ROC curve was used to evaluate the

diagnostic value of serum expression level of IncRNA H19 miR-22 and their combination for CHD. Pearson correlation analysis

was used to investigate the correlation between serum expression level of IncRNA H19 and miR-22 and levels of inflammatory

factors and endothelial function indexes. Results The serum expression level of IncRNA H19 and miR-22 in the experimental
group was higher than that in the control group (P < 0.05) . The serum levels of IL-6, TNF-«, hs—CRP, VEGF and ET-1 in the
experimental group were higher than those in the control group (P < 0.05) . The AUC of serum expression level of IncRNA H19,

miR-22 and their combination for the diagnosis of CHD were 0.827, 0.817 and 0.894, respectively. Serum expression level of
IncRNA H19 and miR-22 was significantly positively correlated with level of IL-6, TNF-a, hs—CRP, ET-1 and VEGF (P <

0.05) . Conclusion

Serum expression level of IncRNA H19 and miR-22 are highly expressed in patients with CHD. They have

certain value for the diagnosis of CHD, and their combination have higher value for the diagnosis of CHD. Furthermore, they are

positively correlated with the levels of serum inflammatory factors and endothelial function indexes.
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Table 1 Primer sequence
Bl 175
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F: IncRNA=KAEIEAITRNA, miR-22=f#/NRNA-22

K2 PIHZIRH M IncRNA H19, miR-22FK/KF LA (R +5)
Table 2 Comparison of serum expression level of IncRNA H19 and miR-

22 between the two groups
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Table 3 Comparison of serum levels of inflammatory factors and

endothelial function indexes between the two groups
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Figure 1 ROC curve of serum expression level of IncRNA H19, miR-22

and their combination for the diagnosis of CHD
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Table 4 Correlation between serum expression level of IncRNA H19,
miR-22 and levels of inflammatory factors, endothelial function indexes in
CHD patients
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