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[ Abstract )
high TB burden country and has the third number of new TB patients in the world.The patients with active tuberculosis ( ATB)

Tuberculosis ( TB) is a chronic infectious disease caused by Mycobacterium tuberculosis.China is a

are the main source of this disease transmission.Therefore, rapid and accurate identification of ATB is important for controlling
transmission and improving treatment.Compared with imaging and bacteriological tests, serological detection has the advantages
of higher specificity and shorter time consumption, so finding reliable serum diagnostic markers is crucial to establish an

effective serological detection method for ATB.Therefore, this article reviewed the diagnostic value of serum biomarkers, such as

antigen, antibody, microRNA ( miRNA ) and cytokines for ATB.
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2R 2 AR IR A AR, B FW, Sl iiis .
B T2 Wi b 54 1) G 28 1T 2 D7 v SR R kR I

SRR AL WA L (10— ATB A SG2 W73k, H R
P FERh . 78 B RTAOREIN 7 vk, 45 R K

(tuberculin skin test, TST) £ 7E 5 45 K 4 T (bacille de
calmette guerin, BCG ) 7£ PN 19 Fo Al 434 A 187 1) 38 3L N,
R R R, v- T FERIGALE (interferon gamma release
assays, IGRAs) J&—FBi RSN T AN Gz il iatas:, v
L WE Mih By, FLAT A TST B i S A0 R S5, (HRG
SIS ATB 5 LTBI W 1 b 34 I 38 5 K0 3 1 i)
BATE T2 WbR B R R / SR U AR . Ik, 4%
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1.1 ATB EZFER SRR EY

1.1.1 38 kD #KH 38 kD & [ HAT# 5 K 2 19 —F Mib
PR, HIRAMBER sy, S S5imitiis, SHRS
PR B AN T AP SRR, AT PR e R B
AW, 38 kD I 14 M2 W ATB 5 LTBI (1) R % N
50.0%, FESEE N 95.5% 5 HAMIIEY, 38 kD EHL R
WEATB 5 LTBI 10 R Hy 74.7% 55 N 69.4% ) 45 1,
38 kD I HAETEMZHIE.

1.1.2 MPT32(RvI860) Mtb [ B 4HfIHLJ MPT32 ( Rv1860 )
S E SN AN R R Mib 2 1, B EE M
F93%. MPT32 (Rv1860 ) nJifs & 4l ME s J i, J&fH Mtb 43
WA FEBUR, 7RI RS IR Mib (B A SR
PATHAKUMARI % ' H] MPT32 Kiil] ATB £ % 5 e e A B
MAEHAAKT, 4559 BRn, MPT32 HiFi2Hr ATB 1 R A% |
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I EAT A A B SE Bk ) MR T S RS R P 17
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WL SR A A0 M S 38 ST, ARt I A B R P PR S
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Jik 95.56% 2 .
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miR-221 FEKACEREAE 2 {1 miRNA %f ATB 275 HA 12
WHf B T i — A T B IE
2.2 YN ER TR AR AR AN DR R R e T 1Y
BT, TESROE, 5T T4 E (interferon,
IFN) -+ B IGRAs J5ik, AIARGZH Mib J&4Y, HICHE X 53
LTBI 55 ATB. {HHLAAERGE Mib J5 B 4 K T4 TFN-
Ah, BAEANE Cinterleukin, TL) S5l ELA S 35 Tt
(AT, HEAT BN ATB bR S .

ENFIE R, ATB BF K -8, THEFEFEA
10 (interferon—inducible protein—10, TP-10) | [ W 40 fifd 4 1
# M 1a (macrophage inflammatory protein 1, MIP-1a ) |
EME AN K2 %Z MK a (soluble interleukin-2 receptor « ,
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