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[ Abstract ]

at present, exosomes and their internal substances from cancer tissues can reflect the nature of parent cells, which is expected

Background There is no early and effective diagnostic indicators of non—small cell lung cancer ( NSCLC )

to become biological markers for the early diagnosis of tumor. Objective To screen the differentially expressed microRNAs
(miRNAs ) in peripheral blood exosomes in patients with by high—throughput sequencing. Methods Peripheral blood samples
of 4 patients with NSCLC were collected in Shenzhen People” s Hospital from January 2018 to January 2019, including 2 patients
with lung adenocarcinoma ( LUAD ) and 2 patients with lung squamous cell carcinoma ( LUSC ) ; meanwhile peripheral
blood samples of 4 healthy volunteers were collected as control. HiSeq 2500 high—throughput sequencer was used to complete
the sequencing of miRNAs, and DESeq2 software was used to screen the differentially expressed miRNAs; miRNA-9-3p
sequencing results in the 39 pairs of LUAD tissues and matched normal paracancerous tissues, 45 pairs of LUSC tissues and
matched normal paracancerous tissues were compared in TCGA. Results (1) High—throughput sequencing found 776 kinds
of miRNAs in peripheral blood exosomes in the 4 patients with NSCLC and 238 kinds of miRNAs in peripheral blood exosomes in
the 4 healthy volunteers on average. (2) A total of 6 kinds of miRNAs were identical in the 10 miRNAs with the most significant
differential expression in peripheral blood exosomes between patients with LUAD and LUSC, including miRNA-1228-5p,
miRNA-129-5p, miRNA-760, miRNA-885-3p, miRNA-9-3p and miRNA-95-3p. (3 ) Expression quantity of miRNA-
LUSC-2, LUAD-1 and LUAD-2 was 71.51, 15.61, 13.99 and 16.11

TPM, respectively, while expression quantities of miRNA-9-3p in peripheral blood exosomes in the 4 healthy volunteers

9-3p in the peripheral blood exosomes in LUSC-1,

were all 0. Expression quantity of miRNA-9-3p in LUAD tissues and LUSC tissues was statistically significantly higher than
that in the matched normal tissues in TCGA, respectively ( P<0.01 ) . Conclusion miRNA-1228-5p, miRNA-129-5p,

miRNA-760, miRNA-885-3p, miRNA-9-3p and miRNA-95-3p found by high—throughput sequencing may be potential
specific miRNAs for patients with NSCLC, thereinto miRNA-9-3p mainly originated from cancer tissues of patients with
NSCLC,

miRNAs in peripheral blood exosomes.

thus it may lay the foundation of researches about early and non—invasive diagnosis of NSCLC through sequencing of

.55.
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Figure 1 Volcano plot for differentially expressed miRNAs in peripheral

blood exosomes in patients with LUAD and healthy volunteers
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Figure 2 Volcano plot for differentially expressed miRNAs in peripheral
blood exosomes in LUSC patients and healthy volunteers
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