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[HER] ZBRABTALREAALTEERFT, LALRRARNFERTH T RARZ—. 2015 F,
HREAMAL (WHO) 327 “ZibfZHm5s” (End-TB) , 2 B 472 2035 FAARL ISR AIT, 1255 %
W TSy HAF B384 mFREER BRI S, % WHO 4it, BaARLA 5000 5 AL 3w eh oH 44
HHEE, RELEESBATH 2 F4H 37.8%, Lkt th ik MR b G A 13 0% . A “ S agmat2h 4 et
2B PR RIEAFRARIT T s S B ARSIl W ARRE A, WHARR LML BT AR, FRF.
IRHE . XABF . TEF . FERSFHARBER AL, S AGNGR T EEOEF AR REF A, A
EARME, REFH . RLRBRBAA kAR A RO RS, §EAR RGN H SRR, JF£E)

MGk &z BEMAERL, MARKREER, MHER
B EHEZ R AR R

w2, k&

[{HE] B WitwamasiiadEn, W eeRi. W ARNALMBLHE AR, ik £ 2015
£ 7—12 A BT AR E RS S I AR B 478 ), AT R R A SR, OB S L,
AR FE, aAARANER, MR RN LR, HR (1) 478 6 &K F 126 #l a2, &b dhE A 26.4%,
478 4] F b A — KR T IRBE AT 2 64 1) (13.4% ) , FA&-Fat2h 334 (6.9% ) , TheT BFatzh 20 4] (4.2%)
BEEH 50 (157%) 3 SRR EL B 2 BRI Zatzh 28 6] (59%) , Al#gwr Tabsh 28 4] (5.9%) , 5
R A 2346 (48%) , sTRLAVE A2 21 6] (4.4%) , BwEEFL 76 (1.5%) , AHEFEE 2 2 4]
(0.4%) , MAFEa2h 24 (04%) ; FarghZ 4w (MR-TB) 50 4] (10.5% ) , @& % #4425 (MDR-TB) 30 #)
(63%) , Jizaths4m (XDR-TB) 21 41 (4.4% ) , E4254] (52%) . (2) % B4 Logistic @254 45R 27,
S SR RS R AEAE M AR BTN AR A E (P<0.05) . (3) ATt 48 % poB A B F L4 Wiwnis
M2 4 B w2 0 RAE A 83.3%, HFIEA 99.0%, FPETRMALY 83.3%, MPETAMALA 99.0%, Kappa i 0.823;
FF- 4R BE AT 25 48 & katG/inhA & B 52 T 50740 o6 Ml 25 4% % & w2 0 RABRUE K 58.6%, 45 %A 100.0%, AT AL A
100.0%, FAMFMALH 93.8%, Kappa iy 0.709, (4) il &M R (PCR) M5 HATE RNA ¥ 385 biin
VoM A BT o RABE A T5.2%, HFIE S 34.9%, FAETRMAA K 27.5%, FIETRNAE Y 81.1%, Kappa 14 0.449;
il i PCR %5 4 20 BOAT ) DNA 473835 Wi 4m 08 b 25 42 % o w25 09 AR 4 82.4%, #5574 29.4%, A MEFRMAL A
29.9%, BAHFRMAE S 82.1%, Kappa A8 A 0.436; LA R4 T 2o B ml 5 b4 4 il 45 4% % & w25 0 RBUE K 71.4%,
R 2277%, FAPETRMAL A 26.0%, FMWEFAMAALY 67.7%, Kappa A5A 0.361; LAM FoAki 4 34 i 45 4 & %t 25
o) RBE A 65.3%, HrIrE A 39.7%, FMETRRAE A 28.2%, MPAETAMAL A 75.9%, Kappa 1% 0.465; 38DKa AR
WiAn G Il 25 4% B wbth o AL 69.5%, HrSt A 43.7%, METRNAE A 30.9%, WEFRMEA 79.8%, Kappa 1L
0.506; 16DKa AR5 Bidn s M 2547 B4 a2 69 A H 2.5%, HF A 92.2%, FMETUREL S 12.0%, FAEFRRAEL A
72.5%, KappaA6# 0.691, £5i 416 M54 B 5w 2h £ 4 26.4%, MDR-TB #& £ % 6.3%, & iEE MDR-TB #7473
S WM R HOE A S A A B e e B A, R A B EE S i rpoB B % K 3 AR a2
BT EE R, 12 katG/inhA 2K B R 3¢ B Bt 25 695 T 8 — Ak, BB PCR. #5A&% T et | # it
PR Z IR 5 A 8 i 44 % Bt 2 e BT AL TR — Ak, H &S R A 2 AR IRAT AR R E A,
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[ Abstract ]
related gene and aided diagnostic techniques in untreated patients with pulmonary tuberculosis. Methods A total of 478

Objective To investigate the drug resistance situation, risk factors for drug resistance, drug resistance

untreated patients with pulmonary tuberculosis were selected in Xi‘an Chest Hospital from July to December 2015, all of
them received sputum culture and drug sensitivity test, the drug resistance situation, risk factors for drug resistance, testing
(1) The drug
resistance rate was 26.4% (126/478 ) . Of the 478 patients, 64 cases ( 13.4% ) found drug resistance to isoniazide, 33 cases

results of drug resistance related gene and aided diagnostic techniques were retrospectively analyzed. Results

(6.9% ) to rifampicin, 20 cases (4.2% ) to ethambutol, 75 cases ( 15.7% ) to streptomycin, which belongs to first-line
anti—tuberculosis drugs; 28 cases (5.9% ) found to rug resistance to levofloxacin, 28 cases (5.9% ) lo rifapentine, 23 cases
(4.8% ) to moxifloxacin, 21 cases (4.4% ) to sodium para—aminosalicylate, 7 cases ( 1.5% ) to capreomycin, 2 case ( 0.4% )
to protionamide, 2 cases (0.4% ) to amikacin, which belongs to second-line anti-tuberculosis drugs; 50 cases ( 10.5% )
were MR-TB, 30 cases (6.3% ) were MDR-TB, 21 cases (4.4% ) were XDR-TB, 25 case ( 5.2% ) were other types.

(2) Multivariate Logistic regression analysis results showed that, age and affected pulmonary fields in bilateral lungs were risk
factors for drug resistance in untreated patients with pulmonary tuberculosis ( P<0.05) . (3) Sensitivity of rifampin-resistant
related rpoB gene mutation on drug resistance was 83.3% in untreated patients with pulmonary tuberculosis, specificity was
99.0%, positive predictive value was 83.3%, negative predictive value was 99.0%, Kappa value was 0.823; that of isoniazid—
resistant related katG/inhA gene mutation was 58.6%, 100.0%, 100.0%, 93.8%, 0.709, respectively. (4 ) Sensitivity of
Mycobacterium tuberculosis RNA amplification in dual-channel PCR on drug resistance was 75.2% in untreated patients with
pulmonary tuberculosis, specificity was 34.9%, positive predictive value was 27.5%, negative predictive value was 81.1%,
Kappa value was 0.449; that of Mycobacterium tuberculosis DNA amplification in dual-channel PCR was 82.4%, 29.4%,
29.9%, 82.1%, 0.436, respectively; that of T cell test for tuberculosis infection was 71.4%, 22.7%, 26.0%, 67.7%, 0.361,
respectively; that of LAM antibody was 65.3%, 39.7%, 28.2%, 75.9%, 0.465, respectively; that of 38DKa antibody was
69.5%, 43.7%, 30.9%, 79.8%, 0.506, respectively; that of 16DKa antibody was 2.5%, 92.2%, 12.0%, 72.5%, 0.691,
respectively. Conclusion The drug resistance rate is 26.4% in untreated patients with pulmonary tuberculosis, and detection
rate of MDR-TB is 6.3%, that we should pay attention to the prevalence of MDR-TB; age and affected pulmonary fields in
bilateral lungs are risk factors for drug resistance in untreated patients with pulmonary tuberculosis, that we should pay more
attention to and strengthen the screening of drug resistance; rpoB gene mutation has relatively high diagnostic value on rifampin
resistance, but diagnostic value of katG/inhA gene mutation, dual-channel PCR, T cell test for tuberculosis infection, triune
tuberculosis antibodies is not desired, that we should make a choice according to the regional epidemic features of drug—resistant
tuberculosis.

[ Key words] Tuberculosis, pulmonary; Mycobacterium tuberculosis; Tuberculosis, multidrug-resistant;

Rifampin; Isoniazid; Mutation; Root causes analysis
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1 &ERl5HE

L1 —%eR BRI 2015 4F 7—12 A 4 2emi MR E R aE iy
WIAME5 A% B 478 1, AR IEAT IS BU A AL IR YT 5IA 7 B ()
<V A, BREEFREE BT FPE I 2 2 O % ; HEBRR
W AR IO MR . LE RGP BB . TR
BETH 316, 2162 4; Fih 6~91 %, HAFERY 36 & (Q,
314, Q,62%) ; #AEAND 450 B, Wizh A 28 il b4l
JRE 211 6, Ak R 267 i,

1.2 PR M iah s R0 E BD 4 F) BACTEC MGIT
960 R G THE IR R 2R 56, e 2 SO 0 R FH 28 [ i
PRSZE S ARMEAL ZE 5145 (NCCLS) HEFERY F Bl (method of
proportion, MOP) , Kuill 254 tu$s 4 Fh—Lk B 25200 (U
RS R O TR REER R ) A7 M Rhi s
25 (AL AP R FIRmE T . S0V R XK
Rl . BN A2 . IR AG . KAL), IR SHE A 1%,
1.3 M25RAHIMbRE 25 R F AR 1 Fh— 22k 2y
W25 5 SCR AT 25 454 (MR=TB) , XF 1 ffrd_E—2 4t
S5 % 25 W) it 250 A A 45 [ s XoF S KR JO AR R 4 P T 25 2 SO 22
it 25458095 (PR=TB ) , 28 /> [) i b S 08 Jf AR R A - i 245
SR 22 25 454 (MDR=TB ), S-S5 08 JF AR 4 - ik 25 [
It S T B2 ) e — a2y (Bl g R | RIREE &
THeRABEZR ) PIE A 1R 2558 R T2 i 24 25 400
(XDR-TB) o AW 55K H #L MR-TB. PR-TB. MDR-TB,
XDR-TB HHIMT 1 Fh B SRR R 2544

14 WMKEHEER T EEFISEER AR R B LA
F2RRRAE, ARSI, A, ANDRM, ZHBFRE. K
JEN A WA BE. REEIFTERFEIE S (BMD) |, L)
BMI<18.5 kg/m” Jy f %8, 18.5~23.9 ke/m’ 4 1E ', 24.0~27.9
kg/m® FpHEEE / JERE; 0T A UG RRFAE , AL G N0t ] i
LB ILEE KU 2 22 5 R Bl 2 4% s o P o s T
AT IS X SRR I P ol = DT T U 32 B, DASES 2.
4 AT TR, KU L L T 3, i
SRR 3Z R MEFEL o

L5 TR A BS WA (1) RGBS 7 ikds
DU A - 5 25 K0 5% rpoB FEPH | S AR I 24 40 56 katG/inhA 3
AR5 ML, T FHALESE N oS RTisochipTM-A 18 & 4 B 00
P IR AT (T AE AT BRA R ™) o (2) R
AP CHRET LA T RGE T R A it s, (PCR) , 855
AP DNA F BOR R IR S 7A A I 254 0 P B RNA,
TB-SAT IF & H LI JEAMRHEARA R, B
ThermoFisher 42 P/ Veriti 1, LAY # CT = 40 MM, (3)
T PRI S 280 FRHA S ( ELISA ) HEATZ5AZIERYS T 400G
SR ROFT R S O A A (TB (T-N) ) = 14 BTk,
TB-IGRA I & AL st TR AWM AR A R A . (4)
SR FHER LU iR S5 R iRk =300, (035 LAM $ilf. 38DKa
Pt K 16DKa Fifk, TBO3A 371 & M A st KA AR T
BARTHEAF,

1.6 Giit 51 R EpiData 3.1 80 7 503 125 9 AL
MR, RA SPSS 21.0 G b TR Ao 0%
B (xxs) 3R, A HCECRPIMSIAEAS ke THE0R
RAE B R, KA xR Fisher's MR ; R
Kappa {85 Wi it 25 35 DU -5 25 06 i) — Btk Kappa (8
< 0.20 H—F AR, 0.21~0.40 5 —FHE—%, 0.41~0.60
h—E A, 0.61~0.80 S — M EE, 0.81~1.00 LT
SEA—BG WHAMSE B AT 25 1 Gk N R R 2 %
Logistic A4 (B4 ) o DA P<0.05 NZEFA G TR L
2 #ZR

2.1 THZHIEN 478 FlRE T 126 FIfZY, TWE5RN 26.4%.

478 1 JB 3 o — 2R BT s A% 25 W) SRR 25 64 4] (13.4% )

FIAEF 25 33 49 (6.9% ) , ZWie T BEmT 24 20 7] (4.2%)

BEREETHZY 75 ) (15.7% ) 5 St RIS AR R R
it 25 28 45 (5.9% ) , FI+EWE T2y 28 4] (5.9%) , ZEPHID
ATy 23 6] (4.8% ) , XTRAFKEIREATTZY 21 41 (4.4% ) ,

GMERMZ 7 6] (1.5%) , FELSFIERENZS 2 6 (0.4% ) |

B >k & & i 25 2 4] (0.4%) 5 MR-TB 50 i (10.5% ) ,

MDR-TB 30 i (6.3% ) , XDR-TB 21 ¥l (4.4%) , H i1 25
%l (52%) .

2.2 MHEGFERRE  ASIEIm 25100 R B L] N 2T

FRENH WA . BMI, W 1l o% i 58 & A= 15 i W25 4% 2
et e, ZRIEHITFE L (P>0.05) ; AR 2550
AR, HE R WIS E] = 3 T . U
Z AR, ZRAESITEEX (P<0.05, WE1) .

B (TRE: <30 % =0, 30~59 % =1, =60% =2) . %
HERE (RE: Wb &LF =0, B/ hE =1, K&
1=2) | nEMEEkE =3 (WME: =0, &=1) . Wiz
ZER (E: 1~5 1 =0, 61> =1) fEyEAs &, Freifi
RIGLER (A BUK =0, TH2h =1) fENNERITZINE
Logistic [IHZMT, S58 BoR41 . SUlli3Z Sl E0E 91 36 il
S BAETAfEREZE (P<0.05, WiE2) .

K2 VHAMEERBHE TN R ZINER Logistic IR TEE R
Table 2 Multivariate Logistic regression analysis on related factors of drug

resistance in untreated patients with pulmonary tuberculosis

AR b B SE  Wald x*fi PfH OR (95%CI )

AEIE (LA <30 2% JXtHR )

30~59 % 0.687 0.248 7.706 0.006 1.988 (1.224, 3.231)

=60% 0645 0313 4.242 0.039 1.906 (1.032, 3.521)
WU A7
) 0.713 0.231 534 0.002 2.040 (1.298, 3.20
s 9 (1.29 9)

2.3 THZGSEERMSE R 478 F B b 210 47 AR 24
AHIE rpoB FEPA ST UR IR 24 4 ¢ katG/inh A FE RGN, 45
SR 25 4 5% rpoB FE R 28 AR IS Wik i Bl 285 4% J8 35 T 25
B RABE N 83.3%, HESEEEHN 99.0%, FHIETMME A 83.3%,
BH P 1500 (M 99.0%, Kappa {8 5 0.823;5 5+ 48 JJF ifit 25 41
G katG/inhA K& X 92518 Wi ] ¥ fili 25 4% 76 & Tk 245 1) 2 40

S
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F1 VNAMEHRETIZARCH R R RS (n (%) )
Table 1 Univariate analysis on related factors of drug resistance in untreated patients with pulmonary tuberculosis

W iERE (%) NSE -3 ZHERE KENF A (5T)
fhibl - <30 30~59 =60  HEAH WEAIAL RFERLE &T P g &Y <3000 >3000
JCii2y 352 227 (64.5) 191(54.3) 106(30.1)55(15.6) 330(93.8)22(6.2) 163 (48.1) 115(33.9) 61 (18.0) 203 (60.1)135(39.9)
25 126 89 (70.6) 46 (36.5) 55(43.7) 25(19.8) 120(952) 6 (4.8) 51 (41.5) 39 (31.7) 33(268) 75(61.0) 48(39.0)
X4 1.564 11.932 0.373 4.449 0.032

P 0.211 0.003 0.542 0.043 0.859

ifZ5 BMI ( kg/m’) R (1) = 3 ) gt ML= i R XU SBEPE (4) it A B A ek

L 185 18.5-23.9 24.0-27.9 2 % A I 1~5 6 i I H
Jelitzy 30 (8.9)265 (78.6)42 (12.5) 291 (87.9)40(21.1) 66(19.9) 265(80.1) 258(73.3)94(26.7) 58(17.2) 267(79.0) 13(3.8)
fif25 8 (6.5) 93(75.6) 22(17.9) 109(91.6)10 (84) 28(23.5) 91(76.5) 72(57.6) 53(42.4) 26(20.8) 89(71.2) 10(8.0)
XMl 2.638 2.101 1.683 10.658 4.557

P{E 0.267 0.031 0.069 <0.001 0.102

TE: ZHE R R 16 6, RKEEA AWML BB 17 41, BMI{EEBI 18 4, WZW e = 3 {5 BB 28 1], 0 ok i 25 5
B 28 1], XUz SRR BB 101, a2 b He b s 15 B Bk 15 431

58.6%, FESEBEH 100.0%, FHPEFE A 100.0%, FHYE
fl4 93.8%, Kappa {H}0.709 (WLZFE3) .

£33 FREFIEGARIE rpoB JEH . SR AEBFI 2540 5C katG/inhA JEPH %
XA IS A R B T 25 S W (s ()

Table 3 Diagnostic value of rifampin-resistant related rpoB and isoniazid—
resistant related katG/inhA gene mutation on drug resistance in untreated

patients with pulmonary tuberculosis

AT BEARER o || 5O Ziitpm o
KpoB R pas g || paem miz s T
ER 10 2 12 AR 17 0 17
B[R 2 196 198 Bl Ry 12 181 193
it 12 198 210 41t 29 181 210

2.4 HEENZWEHORRZS

2.4.1 XL IE PCR 37 fi] £ & W38 3 PCR 25 #% 4 B AT
RNA P8 45 el de, XGHTE PCR 451/ RiAT# RNA §7 4814
WrdIR It A i B F T 2 1) RUE R 75.2%, F5 Bl 34.9%,
FHETROAE N 27.5% , I EETUAE N 81.1% , Kappa {H> 0.449;
10 il f8. 35 BLE 3B PCR 454 70 EE AR DNA B3 45 5l de, %L
WMIH PCR &5 4% /0 BEFF B DNA 3 W42 Wi b i6 Il 45 4% iR A it 25
B R 82.4%, FESREEN 29.4%, FHYEIN(E S 29.9%,
WP N 82.1%, Kappa {ii)y 0.436 (W 4)

242 FEAZEYE T ARSI 71 0 AR T 20 A
SERBRI s GRS T A0 IN2 Wri) T il 25 A% HE 5 Tt 245 14
REE R 71.4%, YRR 22.7%, AYEBIE RN 26.0%, B
PEFRINE N 67.7%, Kappa {H4 0361 (WK 5) .

243 ORI 35 R E S PR S As R sk
LAM $LIRIZ Wik 6 i 4l 42 B 5 T 245 19 RUE N 65.3%, Fi5
R 39.7%, PHPETINE R 28.2%, BAEBUNE N 75.9%,

T4 XUEIE PCR 45 IPEATH RNA L DNA 301 s i
2GR WH N (Bl

Table 4 Diagnostic value of Mycobacterium tuberculosis RNA and DNA
amplification on drug resistance in dual-channel PCR in untreated patients

with pulmonary tuberculosis

WO PCR MM DHGRAR 4 || wEksgae  BEERSR 4
FRRNATH "z g T || HEDNAEM Tam g
Wt 8 206 298 fiki3 103 242 345

Wit 27 16 143 Btk n 01123

At 109 332 441 &t 125 343 468

RS G T AR WA IGEH A T 2SS Wi (e (1)

Table 5 Diagnostic value of T cell test for tuberculosis infection on drug

resistance in untreated patients with pulmonary tuberculosis

g
R T A mzmﬁq“iﬁ ait
PR 80 228 308
[k 32 67 99
it 112 295 407

Kappa {H} 0.465; 38DKa HLiRIZ Wit iR Mz A% B T 24 1) R
TR 69.5%, FFREEH 43.7%, FAVEFNE N 30.9%, FITE
TRI{E A 79.8%, Kappa {57 0.506; 16DKa HLKIL Wiw 4 fili
AL R BT 250 R AU N 2.5%, SRR N 92.2%, AR
B4 12.0% , HEFENAE N 72.5% , Kappa {5 0.691( 1K 6)
3 itig

38 T T 245 25 08 WD A T2 M T 3 T s T 45 A% e 1 6 114
S, (TR 2525 A% 0 W LSS 25 T 25 . R 7 IRME, 1%
PR, ATREURE SN NS, SR REAIE TR
Wz — 2 BT RIAIS R B AR S a1 2 ek ia

S
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&6 AR = IONYNA IS L E T2 2B (F1])
Table 6 Diagnostic value of triune tuberculosis antibodies on drug

resistance in untreated patients with pulmonary tuberculosis

Ly SRR || w0 BHOBER

W 77 196 273 || BIME &2 183 265 || BWME 3 2 25

Bt 41 120 170 || BAME 36 142 178 || MM 115 303 418

A 18 35 43 || A 118 35 443 || AF 118 35 443

JEmHE] <1 AN A, IR N 258 AT B i 25 97 AR 25 0 1
S, MR R T IS ARATE D T miaiss
MR BT 2500 . T 2528700} T Al R e 1% . AT R
lE A R R B R it HL A T

AW FE 45 5 WoR, 478 Bl 11 36 il 4 A% HR A T 2 %
26.4%, X —LRPLEZ LY T 252 0 13.4%, F4RE T
RN 6.9%, FREAESCHRAREMIML S 7). MDR-TB HA R
JPRLTIRAL . 7 S E 5. BOERE . R AR REIE
NG W Y 1 EZTE ot o ST e Y SN N 0t
478 WG IS % Rl AG H MDR-TB 30 1 (6.3% ) , & T
WG Y ITAER, BURIZHIX I MDR-TB A1 T

MR RW, AFRER . AR 3ERtGs . Tape KR &K
YLl 25451 AR AT I B KR e K 1100 L AR ST AT Y B IR 2
SIRTEE RN, A2 R E RS . ZAERE . K
AfIa] = 3 JE & o bl XUl sz BRI A A R, i —
HATZINE Logistic MIHMTREL, 4l XU SR AU
VA IS5 1% B FH T2 fE B [ 2, 15 FURIN 45 ' BFF 46 %
— 3 AR AL AR RO ZS R B E B . A0
HH . RN AN . BMI, W& I s & AR 1 0 ligA%
BEM L AR, TR SREARR/NA G, HFRZER
R, 126 T 24 il 45 4% B TP AR RS <30 4 T i L il ok
36.5%, 1M 237 BAEHE <30 & MRITA M2 1% R il 24 Il 4% &
HE N 19.4%, IR W36 Bl 25 7% 18 38 1 R A 7 25 Fia 96 A i
2y R T — LR RPN, AR R KA AR |
AT 2T 15 5 22 T 2 Bl 25 A% i T A

AR, Bl SEP T H R B, G5 RORT TR i 24 3
PRGN A5 AP A 7 0 FH . ASBFSE S5 3 o, FIAE T 254
G rpoB KIS KT w1 I6 il 45 A% S5 34 T 24 () RO hy 83.3%, ¥
SRR 99.0%, BHYETUNAE S 83.3%, BAMEHINEH 99.0%,
Kappa {4 0.823, 487K rpoB FL PR 5745 X} Il 4 -1t 245 (12 Wi iy
Ay, PRI H ARG SR A B0 e ST 2 45 4% 43 BT I
M T TFB s ST 2546 54 katG/inhA 5 [H 271512 Wi )
TG IS R 3 TR 25 A R BUE N 58.6%, R R 100.0%, [H
PETNE A 100.0% , BAPETNE Y 93.8%, Kappa {E4 0.709,
MR THRLL % B P45 3, 4R katG/inh A JE 5 28728 f 57 A ik
it 25 S W — R, sl SR RS AZ AT TR T RS katG/
inhA FEPRIZ AN LA IE R 9284 56, ATttt — B W oEiiE s

P T 45 A% 43 R FT TR % 3% 0 7 I TR, PR I R T
PCR. Z5AZIERYL T AU IN . S5 AUk = T0 S 25 4% 4y BT 1A

K ARIRH B ) AR 45 R, WGETE PCR 4%
K20 BOAT T RNA 3512 Wi 16 It 46 1% 58 38 Tt 245 14 R 08 R
75.2%, FESEEER 34.9%, PHYEWNE R 27.5%, BAE00(E
9 81.1%, Kappa {4 0.449; Gl PCR £54% 4> AT H DNA
YIS WG IS5 4% 8 B T 25 1) RS R 82.4%, Fis R
29.4%, FHYETIE N 29.9%, BAYEFIIIE ) 82.1%, Kappa
{H°h 0.436; Z5 2B Y T 40 M ter 12 W ) 16 Il 245 4% 18 35 it 24
B RBE N 71.4%, FEFEEH 22.7%, FHYEBNE N 26.0%,
BAPEFAE N 67.7%, Kappa {579 0.361; LAM $iiAi2 Wiia
il 25 427 B T 24 Y SEBURE R 65.3%, 45N 39.7%, FAYE
TNy 28.2%, FAMETINE N 75.9% ., Kappa {4 0.465;
38DKa HLIAIS Wit A fili 25 4% 8 35 1 24 19 RAUE K 69.5%, FF
SN 43.7%, FATETIME S 30.9%, BIHEHNE S 79.8%,
Kappa {2} 0.506; 16DKa HTAI2 W74 Mili4h 12 58 51 24 119 R
TR 2.5%, FESEREN 92.2%, BHYEBUNAE N 12.0%, BIE
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