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[ Abstract ]

of principal elements in maintaining body internal environment. Previous studies showed that, alteration of intestinal flora,

Intestinal flora means generic terms of microbial communities resided in the human gut, which was one

destruction of mucosal barrier and local immune dysfunction may play important roles in the occurrence and development dozens
of diseases. This paper reviewed the genesis and development and respiratory system disease, such as respiratory allergic
disease, asthmatic bronchitis and ventilator-associated pneumonia, to provide a reference for intestinal flora therapy in treating
children with respiratory system disease.
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