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[ Abstract]  Objective To investigate the relationship between FABP4 gene promoter 1577878271 polymorphism and
carotid atherosclerosis. Methods A total of 580 patients with carotid atherosclerosis were selected in the People’s Hospital of
Hebei Province, TagMan SNP genotyping technique was used to detect the FABP4 gene promoter rs77878271 polymorphism; real
— time fluorescence quantitative PCR was used to detected the relative expression quantity of FABP4 mRNA, enzyme — linked
immunosorbent assay was used to detect the relative expression quantity of FABP4 protein. Multivariate linear regression analysis
was used to analyze the influencing factors of carotid IMT, meanwhile multivariate Logistic regression analysis was used to analyze
the influencing factors of carotid plaques. Results Of the 580 patients, 514 cases were TT genetype (accounting for 88.6% ),
58 cases were TC genetype (accounting for 10.0% ), 8 cases were CC genetype (accounting for 1.4% ). No statistically

significant differences of incidence of diovascular events was found in patients with different genetypes of FABP4 gene promoter
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rs77878271 during the follow —up (P >0.05) . No statistically significant differences of male proportion, age, smoking rate,

incidence of fat, hypertension or diabetes, proportion of patients using antihypertensive drugs, antidiabetic drugs, lipid —

lowering drugs or antithrombotic drugs, TC, HDL, TG, FBG, INS or CRP was found in patients with different genetypes of
FABP4 gene promoter 1577878271 (P >0.05), while there were statistically significant differences of BMI, carotid IMT,
proportion of patients with carotid plaques and LDL in patients with different genetypes of FABP4 gene promoter rs77878271 (P <

0.05). Multivariate linear regression analysis results showed that, genetypes of FABP4 gene promoter rs77878271 was

significantly correlated with carotid IMT in patients with carotid atherosclerosis (8 =0.23, P <0.05); multivariate Logistic

regression analysis results showed that, genetypes of FABP4 gene promoter rs77878271 was one of influencing factors of carotid

plaques in patients with carotid atherosclerosis [OR=3.02, 95%CI (1.46, 7.97), P <0.05). Relative expression quantity

of FABP4 mRNA and protein in patients with TC genetypes were statistically significantly lower than those in patients with CC

genetypes (P <0.05). Conclusion
atherosclerosis.
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Table 1  Incidence of cardiovascular events in patients with different

1577878271 genotypes
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Table 3 Multivariate linear regression analysis on influencing factors of
carotid IMT in carotid atherosclerotic patients
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Gy 0.33 0.39 0.86 0.41

el 0.37 0.39 0.53 0.57
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(R R 254 0.34 0.11 1.51 0.16
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Table 2 Comparison of clinical characteristics of patients with different rs77878271 genotypes
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g3
Table 4

Multivariate Logistic analysis on influencing factors of carotid

plaques in carotid atherosclerotic patients

i B SE Wady*fg df P OR(95% CI)
A 0.39 011 048 1 055  1.43(0.55,3.11)
5 0.43 0.07 055 1 0.5  1.57(0.82,2.55)
BMI 0.75 0.8 151 1 020  1.18(0.45,2.12)
Wens 2 0.89 123 33 1 007 1.781(0.73,4.32)
177878271 $E[H L6l 153 4090 1 002 3.02(1.46,7.97)
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Table 5 Comparison of relative expression quality of FABP4 mRNA and

protein in patients with different rs77878271 genotypes
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3 itig

FABP4 182363k TSI AN FIE W 4 ife, 2 Mgl iR
MEGEE M, TSRS KR IR S S5, 5
KREREAL B IAR G . BEAEDR YL R R, Bish ke
Herh FABPA @383k 520 R R4 ™ S i HopL I T
REMN T . FABP4 U KT B E M (UPR) {558
B, S A RE I 20 T T R O A P
W, TG0 PR R RO IR EL T AR, SRk
SRS S g  ER, 2 R R &
[ E Ba/ N2 BOUIE RO G, 2 BB HE FABPA 5875
FIBBA RN R B8, S5R B, EHIKEnEsR 13
J5 R FABPA (5 [ T8 B 6 1) /) B 3 K 46 e T B e £k
FREA A/ 5 /N BT FABPA /N340 350 T 5 11
K 08 R B AL s 2R R % i A R A kR, B OR
FABPA T g H A 12 3 B 8 RE T AL VR . B8R FABP4 Gt
ZAUHIKIRERE (L L C e S Se 8 P eSS, {H FABPA
SEFE BT 1577878271 A5k 5 A KB KR BEREAL )
R HE— BT . ATFIEEE R R, KA 77878271
SR H 5 W 0T )0 ML 65 T P R L SR ) TE 25 5, A
5 DR AT 5 A B 9 7 I T8 R 20 AT B0 4 FR 2 4

BHX.

BNk IMT 15002 3. s PR 20 Ik 46 A B £ 49 1l PR A

A, O WU FE RIAS Hp g R R T A e R AR

WA R s, /N FABPA JE DR e Al olesf g o A

PRAP e B A, T Py HE JE 5 5 1 R 5 R HIRHT AN 2

RUBEPR A " o ABEIUAS BN, rsT7878271 HE[H R

L koA AL B S Ik IMT 45, H. 1577878271

HE DR B 2 25y ok o5 A A A6 T sl ik ORE R ) 52 PR R

$E7R vsT7878271 KPR AL 55 B Bk sk e b AL AR B2 A G
i FRTiA, FABP4 LR B 3l T rs77878271 £35S

HSN KR RERE AL TR A 5, FABPA 0] RE R Jy 5l ik il A i

BRI HE R
ATk BRLHATLF MG L BT, LW

FHG TATWSA, BEEL, ARXTHRTIEHNE

Vh, AXFERA G, BEFE;, TUA. KRAN,

X FRHAT B A . KB oM FERMBATE R

L THA . X AT R E 15T,

AL A R

B2 3k

[1] CABRE A, BABIO N, LAZARO I, et al. FABP4 predicts
atherogenic dyslipidemia development. The PREDIMED study [J].
Atherosclerosis, 2012, 222 (1): 229 -234. DOI. 10. 1016/j.
atherosclerosis. 2012. 02. 003.

[2] ARAGONES G, FERRE R, LAZARO I, et al. Fatty acid — binding
protein 4 is associated with endothelial dysfunction in patients with type
2 diabetes [ J]. Atherosclerosis, 2010, 213 (1). 329 - 33I.
DOI: 10. 1016/j. atherosclerosis. 2010. 07. 026.

[3] #EF, TR, ML, 4. FABP4 LN 5P E DU D AFEIE
JHARSCHER Y [J]. IR JLAH A&, 2013, 31 (6): 533 -537.
DOI: 10. 3969/j. issn. 1000 —3606. 2013. 06. 010.

[4] ERBAY E, BABAEV V R, MAYERS J R, et al. Reducing
endoplasmic reticulum stress through a macrophage lipid chaperone
alleviates atherosclerosis [J]. Nat Med, 2009, 15 (12). 1383 -
1391. DOI: 10. 1038/nm. 2067.

[5] FURUHASHI M, TUNCMAN G, GORGUN C Z, et al. Treatment of
diabetes and atherosclerosis by inhibiting fatty — acid — binding protein
aP2 [J]. Nature, 2007, 447 (7147): 959 —965.

[6] HOTAMISLIGIL G S, ERBAY E. Nutrient sensing and inflammation
in metabolic diseases [J]. Nat Rev Immunol, 2008, 8 (12). 923
-934. DOIL. 10. 1038/nri2449.

[7] TUNCMAN G, ERBAY E, HOM X, et al. A genetic variant at the
fatty acid - binding protein aP2 locus reduces the risk for
hypertriglyceridemia, type 2 diabetes, and cardiovascular disease
[J]. Proc Natl Acad Sci U S A, 2006, 103 (18): 6970 - 6975.
DOI. 10. 1073/pnas. 0602178103.

[8] HOLM S, UELAND T, DAHL T B, et al. Fatty Acid binding
protein 4 is associated with carotid atherosclerosis and outcome in
patients with acute ischemic stroke [ J]. PLoS One, 2011, 6
(12): €28785. DOI. 10. 1371/journal. pone. 0028785.



- 50 - PJCCPVD  November 2017, Vol, 25 No. 11 hitp; //www. syxnf. net

[9] FENG B, YAOP M, LIY, etal. The endoplasmic reticulum is the infarction and stroke in older adults. Cardiovascular Health Study
site of cholesterol — induced cytotoxicity in macrophages [J]. Nat Cell Collaborative Research Group [J]. N Engl J Med, 1999, 340
Biol, 2003, 5 (9): 781 -792. (1).: 14 -22.

[10] TABAS I. Macrophage apoptosis in atherosclerosis: consequences on (13] Mum 75, Kk, =P, %5 4T U BE R 5 58 3 I 7 FABP4 |
plaque progression and the role of endoplasmic reticulum stress [ J]. Chemerin, Nesfatin — 1 5[ 5 ZHLBT AL S B AT BEM E R
Antioxid Redox Signal, 2009, 11 (9). 2333 -2339. DOI. 10. At ()], gEsEiE 4, 2017, 16 (2): 160 —163. DOI; 10.
1089/ARS. 2009. 2469. 3969/j. issn. 1671 —6450. 2017. 02. 014.

[11 ] MAKOWSKI L, BOORD J B, MAEDA K, et al. Lack of [14] UYSAL K T, SCHEJA L, WIESBROCK S M, et al. Improved

macrophage fatty — acid — binding protein aP2 protects mice deficient glucose and lipid metabolism in genetically obese mice lacking aP2
in apo — lipoprotein Eagainst atherosclerosis [J]. Nat Med, 2001, [J]. Endocrinology, 2000, 141 (9): 3388 —3396.
7 (6): 699 -705. DOI: 10. 1038/89076. (R H . 2017 =09 -21; &I H]. 2017 -11 -20)

[12] O'LEARY D H, POLAK J F, KRONMAL R A, et al. Carotid — (AR SCOmAE . hatas)

artery intima and media thickness as a risk factor for myocardial

- 5T - IR - AR -

1% PR PR R R &M Am B e P B F KR (2017) EATE A

F2017 4E7 H B AT B8 LR ZEVE M BRI E 23A T E G F IR 4 TR PR ZE MR EOR SN E ] (AECOPD) B & HUMGE <A )T
RS . BRI . SENIUE . AR SOF MO SRR AT, B SR LB SR
A AECOPD 85 3 FANLIEE <R Y7 09 B B9 7k

1. AECOPD 35 I & WP W 3 8 B I HLBGE “S3A Y7 I H 4% . (1) 2 IE ™ EARSAUIAE , S g K47 . (PaO, ) -4 Rr 3l ik i 4 i Fn
B (Sa0,) >90% , DIBGEEEALAAML:; (2) By SRR b, 2IEfE AN 2R RIRIE, HAL2TIKE PaCO, ESHEHE;
(3) EfRITFULE A MAT W AR (4) SEFRIFRNEEIEST; (5) BEIRE SR 0 ILERERE,

2. HLMGESIRYT B B A T AMLMGE S (NIV) A BIHLGE <Pl
A NIV [ EEm

1. JERIRFIRHLY B R IE M . B RS S MR RO AR T 2 M AR AR I, T 18T 5209 & BLE PR UL g NIV B G
BRI, 53R IO 8 i DR/ INAR T) A e B RT3 T B 0 R A, 3 7 3 3 T s Y 3 R B W/ T 3 T B AR A 15t

2. F R NIV @S AR SR RS (CPAP) | /AR HIES (PCV/VCV) | HBIHBIEES (PAV) | KA + FFR
ARIEJE#A, (PSV + PEEP) , Hrp PSV + PEEP 55 hH -

3. AR RCRIGE R T 2 IFRAIES] (EPAP) A2 ~4 em HyO (1 em H,0=0.098 kPa) FFafig i L, RERIERER 1 )R
SEMER R R IFIRALIE S ; WSAHES) (IPAP) M4 ~8 cm H,0 FFlf, FREE 25 FHEH Hl, B 2558 08 S0KOF 8UR & T 2 19 fom
WAIHFRE, BRI 25 ~30 em H,0,

A HOWUMGE TR SEOR T K B

L il R (DPH) FINUEMEIFSCKIERK (PEEPD)  DPH Fil PEEPI J& T80 AECOPD Jf- J& i 32 05 £ 35 T g 2 B 72 1) i 22 J IR
R T EEIAFZ, TSR A PR A AR A R RN R R L K R A ) SR R AR R PR R, RIS 45 T3 A A R R R AOK IE TR
(PEEPe) , DAREARM Ml R THFE . Bl AHLEME 1

2. HARSRE (VI)  —BIE0CR, VTR 7 ~9 ml/kg RIA], sffsihil & AN # i 30 cm H, O Fl/ sl SOE 1% A B 1T 35 ~40 em H,0, LI
Yo DPH $E—5 I 51 & G (RIS & — 8 Al SO DU IS AR 1 73 Pl Uit , i PaCO, BT IR MR IKF-, LhiEfe PaCO, T R%
T PR O P RE I R A

3. EAMR ESMRESHMRERS, DMEIEEA NS S, — &Ll 10 ~ 15 YK/min A,

4. R EEERE S R E (W > 60 L/min) , {HA A I B S R (100 L/min) , DIBGEHUAR S . B mE< - #
eI

5. PEEPe 354/ PEEPe W] (K ARCOPD F8 5 ~E Sl i 2%, AMIBEARE F W s RRF IR RE, B ABLEM IR M

6. WASRIWRIE (FiO,)  AECOPD g5 % HF IAKOT 1 ER BE i v] AR S A S G, R OB ™ T 18 i B S M il e s &, 75 3 i 7K T Y SRk
BERAERIEA R G B SRR G IR/ BT A, Wnifige . Ak . FiidegE . SR ALOIIREA 24

CRE: THRE)



